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bacterial 169 
protein folding 
lysozyme 31 
protein disulphide isomerase 331 
protein kinase C 
intracellular translocation 
isotypes 73 
role in apoptosis 27 
role in smooth-muscle contraction 
366 
protein kinase inhibitor (PKI) 444 
intrasteric regulation of protein 
kinases 440 
protein kinases 
in development 509 
and DNA damage 500 
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inactivation of MAPKs 1 
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and insulin-receptor substrate 1 
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PH domains 353 
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RAS-MAPK cascade 279 
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signal transduction in the early 
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Ras—MAPK cascade 279 
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product (RB) 
and DRTF1/E2F 108 
and transforming growth factor 
B receptor 552 
reverse transcription, role of transfer 
RNA 114 
ribonuclease inhibitor protein, leucine- 
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and cell-cycle control 
divergent 102 
and DNA repair 85 
initiation and TFIIH 504 
and nucleosome positioning 240 
repression 38 

transcription factors 
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